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<170> Patentin version 3.1 

<210> 1 

<211> 375 

< 2 1 2 > DN A 

<213> Mus m.usculus 

<220> 

<223> Sequence trapped demonstrates 99% homology to a high mobility 
group protein, HMGI-C after a BLAST search against moust EST 
database in Genbank . 



<220> 

<22 1> misc_f eature 

<222> (3) . . (4) 

<22 3> n=unknown 



<220> 

<221> mi sc_f eature 
<22 3> n=unknown 




misc_f eature 
n=unknown 



<220> 

<221> mi sc_f eature 

<222> (358) . . (374) 

<223> n=unknown 



<400> 1 

ttnnccgnga aagctcctcg cccttgctca ccatgggatg ccatttccta ggtctgcctc 



4 



,.,gccgtc. «=tcca«, gtctct,«t tcttc.c3,c tgcttta^a, g99ct=ttgt 
t„tg=tgcc tttgggtctt cctctgggtc tcttaggaga gggctcacag gttggctccr 
gctgccgctt cctgggtcgg ecgcgtcctc gcttc.gtgg caccggggcg gcaggttg-.= 
cctggg«ga tgtggacggc tgcccggcgc cctcaccgcg tgcgctcatc ctgcctcccg 
ccgc.-gctac cactgcctct c„c«tttc .tttt^ctt t.tttgaaan cc=cggg„n„ 
nnnnnnnnnn nnnnc 



12 0 
180 
240 
300 
360 
375 



<210> 2 

<211> 333 

<212> DNA 

<2l*> Mus musculus 



Sn:s:lFS3,»"'l/Brs»3»^?/ «c.-af«. BLAST aearch.ag aga.nst 

the EST database in genebank. 



<220> 

<2:i> misc^f eature 
<22 3> n=unknown 



:220> 

c221> misc_feature 
c22 3> n=unknown 



<220> 

<221> misc_feature 
<22 3> n=unknown 



<220> 

<221> misc_f eature 
<223> n=unknown 



<220> 

<221> misc_feature 
<223> n=unknown 



<220> 

<221> misc_feature 
<22 3> n^unknown 



1 



< 2 2 0 > 

<22 : > misc_f eature 
<22 3> n=unknovn 



<2 20 > 

<22"i .> misc_f eature 
<2 2 3 > n = unknown 



< 2 2 0 > 

<221 > misc_f eature 
<22 3> n=unknown 



< 2 2 0 > 

<22 1 > misc_f eature 
<2 2 3. > n=unknown 



< 2 2 :j > 

<22 1> misc_f eature 
<22 3> n^unknown 



< 2 2 0 > 

<221> misc_f eature 
<223> n=unknown 



< 2 2 0 > 

<221> misc_f eature 
<223> n=unknown 



<220> 

<221> misc_f eature 
<223> n^unknown 



<220> 

<221> misc_f eature 

<222> (285) . . (286) 

<223> n^unknown 



<220> 

<221> misc_f eature 
<223> n=unknown 



<220> 

<221> misc^f eature 

<-.222> (2 92 ) . . (293) 

<22 3> n^unknown 



4 



* 



<220> 

<221> misc_feature 
<22 3> n= unknown 



;220> 

;221> misc_f eature 
c223> n= unknown 



<220> 

<221> mi sc_f eature 
<223> n=unknown 



::20> 

:221> misc_f eature 
:223> n=unknown 



<220> 

<221> mis cofeature 

<222> (306) . . (308) 

<22 3> n^unknown 



<220> 

<221> misc_f eature 
<22 3> n-unknown 



<220> 

<221> misc_f eature 

<222> (326) . . (327) 

<223> n=unknown 



<220> 

<221> mi sc_f eature 
<223> n-unknown 



:220> 

:221> misc_f eature 
c223> n=unknown 



<220> 

<:21> misc_f eature 
<223> n^unknown 



<400> 



4 



tcngcgacca nctcctcgcc cttgctcacc atgggatgcc cccggtggtg ggtcggtggt 60 
ccctgggcag gggtctccaa atcccggacg agcccccaaa tgaaanaccc ccgtcntggg 12C 
tagtcaatca ctcagaggag accctcccaa ggaacagcga gaccactntt cggatgcana 180 
cagcaagagg ctttattggg aatncgggta cccgggcgac ncantctatc ngaagactgg 
cgttattttt tttntttttt ttttttgaat tnccngggac anccnnctna gnntanctnc 
nctntnnncc nccctcctta cttctnntnt ntn 



240 
300 
333 



5 



